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Reliable measurement of the original diversity of paleo-
vegetation must account for many influences: the amount
of time and space represented by the sample, the number
of plant parts in the sample, the stature of the paleo-
vegetation in relation to sample area, and the preserva-
tional quality of the sample, as well as the number of
species in the source community and their relative abun-
dances. Plant compression fossil assemblages from river
or delta floodplain environments generally have under-
gone minimal time and space averaging, which allows
species richness to be measured and compared at a variety
of temporal and spatial scales. Comparison of late Pa-
leozoic and early Cenozoic wet floodplain vegetation re-
veals little difference in species richness or diversity at
the smallest measurable spatial scale, based on samples
of a few square meters representing 0.1-0.5 hectares of
source vegetation. Qutcrop transects several hundred me-
ters to several kilometers long that sample across minor
variations in wet floodplain habitat also show similar lev-
els of diversity in the Paleozoic and Cenozoic, with the
exception of one Cenozoic transect with very high diver-
sity. Diversity differences between Paleozoic and Ceno-
zoic sites and transects are far less than would be ex-
pected based on global species richness curves for the
Devonian through Pleistocene. The small differences in
the diversity of wet floodplain vegetation probably relate
to several factors, including the number of trees that can
coexist in a small area, difficult edaphic conditions on
wet floodplains, and perhaps the geologically early col-
onization and saturation of these habitats. The difficulty
of making reliable measures of plant diversity in the fossil
record, and the absence of change observed with relatively
high quality data, suggest that biological explanations
for changes in global species richness through geological
time are premature.
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INTRODUCTION

Most of the work on plant richness and diversity through
geological time has focused on global or continental scale
patterns (Knoll et al., 1979; Niklas et al., 1980, 1983, 1985;
Tiffney, 1981; Niklas, 1988; Niklas and Tiffney, 1994).
These studies have shown a dramatic, essentially mono-
tonic increase in the number of plant species from the
Devonian to the early Cenozoic, with major upturns fol-
lowing the evolution of seed plants in the Early Carbon-
iferous and angiosperms in the Late Cretaceous. The pat-
tern of change in Late Cretaceous plant richness has been
worked out in further detail by Lidgard and Crane (1990),
who documented even more dramatic increases in species
number associated with the radiation of flowering plants.

The number of plant species on the Earth is the result
of richness accrued at lower spatial scales. Higher within
community richness, greater heterogeneity of species com-
position across local environmental gradients, and greater
provinciality of floras at regional or continental scales will
all increase the global number of plant species. However,
the increase in global richness over geological time gen-
erally has been interpreted to result from innovations in
the reproductive biology of plants. The argument has been
made that more sophisticated methods of fertilization and
dispersal allow higher levels of niche differentiation, and
therefore more species to coexist in the same community
(Niklas et al., 1980).

This explanation for global richness increase implies
strongly that richness at the community level also should
have increased through time. Data to test this prediction
were collected by Niklas et al. (1980), and further analyzed
by Knoll (1986). These authors used the number of species
per published flora as a rough proxy for community rich-
ness, acknowledging that the published lists do not nec-
essarily represent equivalent sampling efforts, time inter-
vals, or areas. The overall pattern at the “community”
scale was congruent with that observed at the global scale,
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FIGURE 1-—Spatial and temporal dimensions of plant compression
fossil assemblages. The fossils from a typical wet floodplain site, as
defined in the text, are derived from a small area and over a short
amount of time. Transects, as defined in the text, increase the spatial
and temporal dimensions of the sample, but are still much less time
and space averaged than typical vertebrate and invertebrate attritional
assemblages.

with major increases in mean number of species per flora
occurring in the Early Carboniferous and Late Cretaceous.

In this paper we examine the effect that sampling effort,
depositional environment, and sample area can have on
the richness and diversity of plant fossil assemblages, and
reconsider the issue of plant community diversity through
time in light of Paleozoic and Cenozoic samples that have
been matched for these factors.

TAPHONOMY AND DIVERSITY OF PLANT
FOSSIL ASSEMBLAGES

A variety of factors make it difficult to measure richness
and diversity even in living communities: variation in size
of sampling quadrats relative to the organisms being stud-
ied, variations in sampling effort, the size of the area sam-
pled, and the evenness of abundances of species in the
community. These factors affect measurements of diver-
sity in fossil assemblages as well, but fossil assemblages
present additional problems that generally are not present
in the analysis of living communities. Chief among these
are the mixing of organisms from more than one com-
munity type, which artificially increases richness, and the
failure of some species to be preserved, which artificially
decreases richness. Mixing commonly occurs both through
time-averaging and transport of remains and has the larg-
est effect on assemblages of hard parts such as bones,
shells, or woody plant parts (Burnham, 1990; Behrens-
meyer and Hook et al., 1992; Kidwell and Behrensmeyer,
1993). Differential preservation is most likely to be a prob-
lem when species or organs vary widely in their suscepti-
bility to decay and transport (e.g., the rarity of flowers in
volcanic mudflows).

Most plant tissues are more susceptible to decay and
mechanical destruction than shell or bone, so there is less

The extremely local nature of leaf compression fossil
assemblages in floodplain sediments is a mixed blessing.
The advantage is that parautochthonous leaf assemblages
in such environments are nearly free from the effects of
time and space averaging that are ubiquitous in most other
kinds of fossil assemblages. They are “snapshots” of veg-
etation at an instant in time, and consequently they are
more or less equivalent to one another and to ecological
samples of living vegetation. The disadvantage is that such
samples are limited in the area of the source vegetation
they represent, so limited that many penecontempora-
neous samples are required to represent the composition
and richness of even the local vegetation.

PLANT DIVERSITY IN THE LATE PALEOZOIC
AND EARLY CENOZOIC

Study Sites

All of the fossil assemblages used in this study were
derived from low-gradient, fluvial or fluvio-deltaic settings,
and are parautochthonous in the sense that there is no
evidence for transport of remains outside of the vegetation
type recorded by the assemblage. Sediments bearing the
plant fossils are dominantly fine-grained (clay/silt), lack
primary stratification that would indicate current flow,
and contain plant parts of various sizes and hydrodynamic
properties. Most of the assemblages were probably depos-
ited on wet, but subaerial, distal floodplains, in small ponds
formed by channel abandonment or flooding of areas distal
to the channel, or in distal levee or crevasse-splay events.

Almost all of the Cenozoic assemblages were deposited
on floodplains. Most plant fossils occur in laterally exten-
sive, poorly laminated, organic shales (5% to 80% carbon
by weight). The zones preserving identifiable megafossils
are localized within the shales, usually are less than 20 cm
thick, and have less organic matter than most of the de-
posit. These plant fossil bearing lenses probably represent
individual sedimentation events on the wet floodplain, with
the intervening organic shale representing periods when
leaves decayed before burial could occur. If the preser-
vational intervals represent single flood events, then the
fossil assemblages they contain probably represent less
than one year, and certainly less than a ten-year period.
Leaf compressions are dense, but do not occur in discrete
mats that would indicate more than one episode of accu-
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mulation. Many of the leaves are overlapped by other spec-
imens, and some are incomplete, perhaps reflecting minor
transport or decay in the litter prior to deposition. Details
of venation are well-preserved by the fine-grained sedi-
ments, even in taxa with living relatives that have high
rates of decay (e.g., Alnus).

About fifteen of the 116 early Cenozoic assemblages are
preserved in siltstone or very fine sandstone in which or-
ganic layers are interlaminated with slightly coarser clastic
sediment. These are probably crevasse-splay or levee de-
posits, but the preservation of leaves and the distinct com-
position of the flora are consistent with parautochthonous
deposition. The derivation of levee leaf assemblages from
the immediately surrounding vegetation has been dem-
onstrated in actualistic studies (Burnham, 1989). Four of
the Cenozoic floras come from flat-laminated siltstones
that represent deposition in floodplain ponds or segments
of abandoned channel. More detailed descriptions of the
sedimentary environments of the Cenozoic assemblages
are found in Wing (1984), and Bown et al. (1994).

The Paleozoic samples are from delta plain environ-
ments nearer to paleocoastlines, and represent a somewhat
broader spectrum of depositional settings than the Ce-
nozoic samples. Middle Pennsylvanian samples from In-
diana (Chinook and Roaring Crk.) are drawn from delta
plain swamp and crevasse-splay or interdistributary set-
tings. The Late Pennsylvanian New Castle samples from
Texas were collected from organic shales and wet flood-
plain deposits most analogous to the Cenozoic samples
from Wyoming. Early Permian assemblages from the mouth
of Brushy Crk. in Texas were deposited in a pond or small
lake that formed as part of an abandoned channel or splay.
All of the Paleozoic samples are from fine-grained deposits
and represent parautochthonous assemblages, but the
thickness of the fossil-bearing units, in some places up to
1 meter, suggests that some of the assemblages could have
accumulated over periods of 10 to 100 years.

Paleoclimate for both the late Paleozoic and early Ce-
nozoic sample sets is thought to have been wet or season-
ally wet, and warm (frost-free or essentially frost-free).
The Paleozoic localities from Illinois and Texas were with-
in 10 degrees of the paleo-equator at the time of deposition,
the Cenozoic ones were at about 45 degrees N latitude
during a period of Earth history when latitudinal gradients
of temperature were quite shallow (Zachos et al., 1993).

Methods

The basic unit of sampling for all levels is the site, or
quarry, a term that has a specific meaning in this context.
At each site 4-6 square meters of the fossiliferous horizon
was dug up and sampled. If more than one plant-bearing
lithology was present, collections were made and quanti-
fied separately. The thickness of fossil bearing rock sam-
pled at each site was generally between 5 and 20 centi-
meters, but up to a meter in some of the thicker organic
shale deposits.

Relative abundances of species were determined by two
methods. For the Cenozoic samples approximately 400

leaves were identified to species level and counted for each
site. Relative abundances were calculated based on the
proportion of specimens assigned to each taxon. Only half
leaves or larger fragments were counted to assure that
separate pieces of the same leaf were not counted more
than once. Only foliar material was counted in the census.
Leaf number and leaf mass have been shown to be highly
correlated with basal area in living temperate forests
(Burnham et al., 1992).

Relative abundances for the Paleozoic samples were de-
termined by a method in which each block of fossiliferous
matrix was treated as a separate quadrat (Pfefferkorn et
al., 1975). Any taxon occurring on the block was scored as
present, and relative abundances were calculated as the
proportion of quadrats on which a given taxon was present.
This method of censusing is more appropriate than leaf
counting for Paleozoic floras because ferns and pteridos-
perms have highly divided leaves, stems are the major
identifiable organ type of lycopsids and calamites, and the
size of an identifiable fragment can vary greatly between
species. Counting each of these fragments as an “individ-
ual” would bias the census in favor of species that can be
identified by small fragments.

Comparisons of different methods of estimating the
abundances of species in compression assemblages have
shown that both methods estimate similar species richness
and rank order abundance (Lamboy and Lesnikowska, 1988;
DiMichele et al., 1991). Consequently, variations within
sample sets can be compared and evaluated regardless of
the technique used in quantification. However, the results
of the leaf count and quadrat methods cannot be compared
directly. The quadrat method underestimates the abun-
dance of common forms, producing more even abundance
distributions than the leaf counting method. The rarest
species, however, will be recorded as having the same abun-
dance level in both methods: they will occur as single spec-
imens in a count and will occur only once in the quadrat
method.

Data
Site Diversity

Floral lists for all Paleozoic sites are given in Appendix
1; lists for Cenozoic sites are given in Wing et al. (1995).
The small number of species believed to have had a floating
aquatic habit were removed from the lists because we are
comparing the diversity of terrestrial vegetation. Species
lists from both time periods include small-statured species,
for example herbaceous ferns, as well as arborescent ones.
There are a total of 151 sites at which we have measured
the number of species, 35 Paleozoic and 116 Cenozoic (Ta-
ble 1). In aggregate these sites have yielded 308 species,
73 Paleozoic and 235 Cenozoic. Relative abundances of
species were quantified at 16 of the Paleozoic sites and 30
of the Cenozoic sites, and for these sites we have calculated
indices of diversity (H' = Shannon, Dy, = Margalef’s, D
= 1/Simpson’s dominance) and a non-parametric esti-
mator of species number, Chaol (Table 2; Chao, 1984;
Magurran, 1988; Colwell and Coddington, 1994).
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TABLE 1—Mean richness for 151 Paleozoic and Ce-
nozoic plant sites.

Paleozoic Cenozoic
(35 sites) (116 sites)
Censused sites n = 16; n = 30;
range = 3-23; range = 6-18;
mean = 12.0; mean = 10.4;
- SD =5.6 SD = 3.1
Sites not censused n=19; n = 86;
range = 3-15; range = 2-38;
mean = 8.7, mean = 9.5,
SD =29 SD =5.9
Grand mean 10.2 9.7
Total species 73 235

Transect Diversity

As discussed above, individual paleobotanical samples
of parautochthonous leaf assemblages represent an ex-
tremely small area of vegetation, probably between one-
tenth and one-half hectare. Differences in species richness
and diversity between vegetation types may not be ex-
pressed clearly at such a small spatial scale. To increase
the spatial scale of our analysis we developed transects at
nine levels, four Paleozoic and five Cenozoic, where it was
possible to sample parautochthonous leaf assemblages at
multiple locations along thin fossiliferous intervals. These
transects, comprising from four to 26 samples, are spread
across distances ranging from hundreds of meters to nearly
ten kilometers, and give a better indication of wet flood-
plain forest diversity than can be obtained from single
samples. They may also include samples that were depos-
ited hundreds of years apart.

Table 3 presents dominance indices and observed and
estimated richness for quantitatively collected sites in each
of the transects, as well as estimated species richness for
each transect as a whole. It is difficult to compare transects
having different numbers of sites because longer transects
with more sites are more likely to encounter rare or patch-
ily distributed species. Thus transects with more sites will
on average record more species unless the vegetation is
completely homogeneous at the spatial scale of the larger
transect. In order to make appropriate comparisons of
transects with different numbers of sites we have statis-
tically subsampled (bootstrapped) the larger transects. The
bootstrapped richness values in Table 3 (S,) were calcu-
lated for each transect by randomly drawing a sample of
sites (1 ... n) from the full number (n) in the transect,
without replacement, 500 times. This permitted the cal-
culation of a mean richness for each number of sites 1 . ..
n, and allows us to compare transects with different num-
bers of sites on an equal basis. In Table 3 we report the
mean richness for four sites because this is the number in
the smallest transects.

Another approach to comparing species richness of dif-
ferent transects is to use an estimator that takes into ac-

count the number of species that occur at only one site
(“uniques”). Uniques are presumed to be rare species un-
likely to be found in any sample, and the presence of large
numbers of uniques implies the existence of other rare
species that have not been sampled. Here we use the Chao2
statistic to estimate the number of species in each transect
(Chao, 1984; Colwell and Coddington, 1994).

DISCUSSION
Site Diversity

The most striking feature of our plant diversity data for
the Paleozoic and Cenozoic is its relative uniformity. A
t-test comparing observed site richness (S,) of the Paleo-
zoic and Cenozoic sample sets (Table 1) shows that the
means are statistically indistinguishable (T = 0.55, DF =
64, P = 0.59). The validity of this result might be ques-
tioned because, although the Paleozoic and Cenozoic sites
are of similar size, a higher proportion of the Paleozoic
sites were censused (46% vs. 26% ). Sites that have been
censused presumably have been studied more intensively
than those that have not, and sampling intensity is well
known to affect observed richness (Fisher et al., 1943).

To examine the possible effect of censusing on observed
richness we compared the mean richness of censused vs.
uncensused sites within each time period (Table 1). There
is no significant difference between censused and uncen-
sused Cenozoic sites (T = 1.03, DF = 97.8, P = 0.31), but
within the Paleozoic sample set censused sites do have
significantly higher richness than uncensused sites (T =
2.10, DF = 21.5, P = 0.05). However, a t-test of the un-
censused sites shows no significant difference in mean ob-
served richness between the Paleozoic and Cenozoic (T =
—0.83, DF = 56.7, P = 0.41), and a two-way ANOVA of
the data summarized in T'able 1 shows nosignificant effects
of time period or censusing on observed site richness (P
= (0.10 for censused vs. non-censused sites, and P = 0.84
for time period). Thus, although a higher proportion of
Paleozoic sites were censused, and censused Paleozoic sites
are slightly richer than uncensused Paleozoic sites, this
effect does not explain the similarity in observed site rich-
ness between the Paleozoic and Cenozoic data sets.

Another approach to comparing Paleozoic with Cenozoic
site richness is to consider only the 46 censused sites (Table
2). Just as with the full data set, a t-test of site richness
at the censused localities reveals no significant difference
between the Paleozoic and Cenozoic (T = 1.08, DF = 19.8,
P = 0.29). Once again questions of sampling intensity must
be addressed. Direct comparison of sampling effort (“N”
in Table 2) between the Paleozoic and Cenozoic data sets
indicates a greater value for the Paleozoic sites. (The dif-
ference is marginally significant, with P = 0.053 in a Krus-
kal-Wallis test. We have used a nonparametric test because
the distribution of n in the Paleozoic data set is not normal.
All other parameters had distributions close to normal.)
The higher value of N for the Paleozoic samples is caused
by the one site where leaves were counted instead of oc-
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TABLE 2—Diversity measures, observed and estimated richness for 46 censused Paleozoic and Cenozoic piant

sites.
Paleozoic (16 sites) Cenozoic (30 sites)
Mean SD Min Max Mean SD Min Max

N 320.63 553.14 16.00 2327.00 280.60 101.69 103.00 464.00
S, 12.00 5.63 3.00 23.00 10.37 3.05 6.00 18.00
Sing 2.69 1.35 0.00 5.00 2.33 1.71 0.00 7.00
H’ 1.71 0.55 0.60 2.57 1.54 0.26 0.93 1.93
D, 1.44 0.49 0.50 2.51 1.16 0.34 0.65 1.92
D 4.63 2.19 1.47 8.81 3.69 0.97 2.13 5.46
Chaol 15.84 6.83 3.50 27.50 17.77 12.68 6.50 65.00

N = Number of observations or specimens; S, = Observed number of species; Sing = Number of singletons in sample; H’

Shannon-Wiener

index = —Zp;In p,, where p, = proportional abundance of the ith species; D, = Margalef’s index = (S, — 1)In N; D = the inverse of Simpson’s
index = 1/Z((( n;(n; — 1))/(N(N — 1))), where n; = number of observations of the ith species; Chaol = Chao’s estimator of richness = S, +
(Sing?/2(number of doubletons)).

TABLE 3—Observed and estimated richness of nine transects.

Mean Mean S, S, Chao2
Transect Age # Sites S./site S./census transect (4 sites) transect
RC Penn 7 9.3 no census 27 21 36
AXCHIN Penn 7 8.9 no census 21 17 35
NEWCAS Penn 8 8.8 8.4 27 20 32
MBRCK Perm 5 7.8 no census 15 14 33
112m Eoc 15 9.2 8.2 29 19 33
621m Eoc 26 10.4 11.4 67 25 187
y98 Eoc 4 8.8 no census 14 14 144
tat Eoc 9 6.4 7.7 22 17 28
dcf Eoc 4 5.3 1 census 13 13 53.5

S, = bootstrapped estimate of number of species recovered at four sites. Chao2 = S, ..y + ((# species occurring at only 1 site)?/2(number

of species occurring at 2 sites)).

currences (n = 2327), but in general the sample sizes are
similar.

As discussed above, however, Paleozoic and Cenozoic
floras were quantified using different methods; n symbol-
izes the number of observations for the Paleozoic sites,
but the number of leaf specimens for the Cenozoic sites.
Within each data set there is a loose but statistically sig-
nificant positive correlation between sample size and rich-
ness (Fig. 2a, b). The stronger correlation between sam-
pling effort and site richness observed in the Paleozoic
data set largely reflects the low numbers of species recov-
ered at sites where only 10-100 observations were made.
Sampling effort was more uniform among the Cenozoic
sites. Among the majority of the sites, where n is 200-500,
there is little correlation between n and observed richness.
Collecting curves for individual sites also show that rich-
ness rises very slowly if at all with more than 200-300
observations or specimens (Fig. 3). Because site richness

plateaus at a level of sampling that was exceeded at most
sites, and because sample size does not have a strong effect
on richness within either data set, it is likely that the
censuses adequately sample the preserved species. Similar
site richness in the Paleozoic and Cenozoic data sets does
not reflect lower sampling effort at the Cenozoic sites.
The relationship between sampling effort and site rich-
ness depends in part on the distribution of relative abun-
dances—where there are more rare species, sampling will
have to be more intense to recover the same proportion of
total species as at sites with fewer rare forms. Since it has
been hypothesized that flowering plants are better able to
persist as rare populations than earlier evolved groups
(e.g., Hickey and Doyle, 1977; Crepet, 1984), it is important
to determine if there are more rare species present in the
Cenozoic samples. This can be done by comparing mea-
sures of evenness. Evenness cannot be compared easily
between the Paleozoic and Cenozoic data sets because the
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FIGURE 2a and 2b—Sampling effort vs. number of species observed, S,, for: a) Paleozoic sites, and b) Cenozoic sites. For Paleozoic sites
sampling effort is measured by the number of observations made using a quadrat based method. For Cenozoic sites sampling effort is the
number of leaves counted. See text for discussion of sampling methods.

quadrat method of quantification increases the apparent
evenness of the sample relative to the leaf counting method
(see Methods).

In spite of this bias, the diversity indices calculated in
Table 2 show little difference between Paleozoic and Ce-
nozoic sites. Only Margalef’s diversity index (D,,) is sig-
nificantly higher for the Paleozoic censuses (T = —2.07,
DF = 22.7, P = 0.05), probably because the natural log of
N is used in calculating D,,,, and as we have discussed,
there is a difference in N between the two sets of samples.
The Shannon index (H’), which is strongly correlated with
richness, and Simpson’s dominance (D), which is more
sensitive to abundances of the common species, are nearly
identical for the Paleozoic and Cenozoic data sets. No
evenness index captures all aspects of abundance distri-

butions, so we have plotted rank order abundance curves
at the same scale for each data set to facilitate visual
comparison (Fig. 4a, b). It should be noted that the two
highest curves on the Paleozoic graph (Fig. 4a) are derived
from censuses of the same site; the higher of the two curves
is based on count data, the lower on quadrat data.

Since the difference between the quadrat and leaf count
methods of quantification will affect the abundance of rare
species least, the number of singletons may be the most
robust point of comparison between the two data sets. As
with the other measures there is no significant difference
in the mean number of singletons in the Paleozoic vs.
Cenozoic data sets (T = —0.77, DF = 37.4, P = 0.45). There
is no evidence that Cenozoic sites in general have abun-
dance distributions with long “tails” of rare species. This
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impression is also confirmed by comparing the Chaol rich-
ness estimates for the Paleozoic and Cenozoic samples.
Chaol is extremely sensitive to rare species because the
square of the number of singletons is used in estimating
the number of species that were present in the sampling
area. Although the difference in Chaol estimates for the
Paleozoic and Cenozoic sites is not significant (T = 0.67,
DF = 44.0, P = 0.51), the five highest Chaol estimates are
all for Cenozoic sites.

The similarity in site richness between the Paleozoic
and Cenozoic may in part relate to the physical size of the
organisms being sampled, i.e., only so many large trees can
grow in the 1000-2000 square meter area that contributes
leaves to a site. There is substantial direct evidence for
the size of the Paleozoic trees. Arborescent lycopsids were
large organisms—of similar size to extant angiosperm trees
(e.g., Thomas and Watson, 1976; DiMichele and DeMaris,
1987; Gastaldo, 1986). Pteridosperms were moderate-sized
trees (Wnuk and Pfefferkorn, 1987; Pfefferkorn et al., 1984),
as were Marratiales (Morgan, 1959), and some Cordaitales
(Trivett and Rothwell, 1985). Size estimates of the Ce-
nozoic trees are based on in situ trunks of Taxodiaceae,
which have diameters ranging from 20 ¢m to a meter or
more (e.g., Kraus, 1988; Basinger et al., 1994), and on the
assumption that fossil leaves belonging to extant arbores-
cent families such as Juglandaceae and Betulaceae rep-
resent extinct plants of tree size. The available evidence
indicates a range of sizes from small to large trees in both
the Paleozoic and Cenozoic vegetation. It seems unlikely
that the size of the organisms being sampled had a major
effect on the number of species recovered at the sites. This
could be an important point, however, in extending com-
parisons to Early Devonian sites, or to fossil assemblages
of in situ herbaceous vegetation (Raymond and Metz, 1995).

Transect Diversity

As with the site data discussed above, the transect data,
which index richness at a larger spatial scale, show little
difference between the Paleozoic and the Cenozoic (Table
3). Although on average the Cenozoic transects have higher
richness than the Paleozoic ones (29 vs. 22.5 species), they
also have more sites on average (11.6 vs. 6.8). The number
of species in a transect is highly correlated with the number
of sites (R?2=0.91, P < 0.001). In order to make meaningful
comparisons of species richness among transects we must
compensate for differences in numbers of sites, which has
been done by randomly resampling, or bootstrapping, each
transect.

The bootstrapped curves for the transects show a wide
variation in the rate at which new species are added with
additional sites, but none of them have an asymptotic
shape that would suggest that the backswamp forests have
been adequately sampled for species at this spatial scale.
There are no apparent group differences between the Pa-
leozoic and Cenozoic transects (Table 3, Figs. 5 and 6).
The one transect that is clearly different is from the 621-
meter level of the Willwood Fm.; it is longer (6.5 km as
opposed to <1 km for most others), has more sites, more

e

18—

I __—-Et"‘a__
14

w

5 Jr;j’/

fi

Number of Species

|

T T T
0 200 400

FIGURE 3—Collecting curve for a typical Cenozoic and typical Paleo-
zoic site showing that few species are added at higher sampling effort.
Shaded circles are for the Paleozoic site, open boxes for the Cenozoic
site.

species, and a higher rate of species increase with addi-
tional sites than any other transect. The high diversity of
the 621-meter level transect is not a result of higher rich-
ness of individual sites, nor does it appear to be a result
of its length. Sixteen of the twenty-six sites are concen-
trated in a central area only 400 meters long, and these
sites contain 56 (84 % ) of the species. The proximate “cause”
of high species number at the 621-meter level is the pres-
ence of 38 species (57% of the total) that are unique to
single sites. The source of this heterogeneity in species
composition is not clear—there is no sedimentological ev-
idence that this layer represents a more heterogeneous
environment than any of the others. It is possible that the
warm, seasonally dry climate that prevailed at the time of
deposition of this layer accentuated minor differences in
wet floodplain topography, thus creating small-scale het-
erogeneity in edaphic conditions that is not detectable by
field examination of the sediments (Wing et al., 1995).

Comparison with Previous Results

Previous work on plant diversity at approximately the
spatial scales discussed here has been presented by Niklas
et al. (1980) and Knoll (1986). These papers indicate a
50% increase in mean diversity of published floras between
the late Paleozoic and the early Cenozoic, which has been
interpreted as reflecting increased “alpha” (within habi-
tat) diversity permitted by evolutionary innovations in
plant reproductive biology (evolution of heterospory, seeds,
insect pollination). Published floras are non-equivalent
units, however, representing highly variable numbers of
collecting sites, depositional environments, taphonomic and
preservational settings, and amounts of time and space.
All these factors are known to have effects on richness.
Minimally the effect of non-equivalent sampling units will
be to make the true pattern of alpha-diversity change
through time more difficult to detect.

If the variation in sampling intensity or taphonomic
effects changes through time, then a spurious pattern of
temporal change in alpha diversity could be generated.
Many middle Mesozoic floras, particularly from North
America, are preserved in red-bed sequences that may not
preserve plants as well as coal-rich strata, therefore pre-
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FIGURE 4a and 4b—Rank abundance plots for: a} Paleozoic sites, and b} Cenozoic sites, showing similar distribution of relative abundances

of species regardless of geologic age.

serving lower levels of alpha diversity. (Admittedly this is
not true of the transect reported here from the Mouth of
Brushy Creek in Texas, a Permian red-bed flora similar
in richness to the transects of Carboniferous floras from
coal-bearing sequences in the mid-continent.) Also con-
- sider that the maximum diversity of Carboniferous floras
is almost the same as the maximum diversity of Cretaceous
ones (Knoll, 1986, Table 7.1). If biology placed limits on
the ability of plants to partition niches and exist in hy-
perdispersed populations, then how can Carboniferous flo-
ras have attained maximum levels of species richness com-
parable to Cretaceous floras? Either biotic thresholds were

passed much earlier in plant evolution than is generally
thought, or the major controls on local plant diversity are
related to abiotic rather than biotic factors.

Comparison of Fossil Site Richness with Living Forests

Data compiled by Gentry (1988) for one-tenth hectare
(1000 sq. m) plots are comparable in spatial scale to the
individual site data we have assembled. The exclusion of
plants with dbh <2.5 cm from Gentry’s data makes them
even more similar to paleobotanical data, where there is a
diminished likelihood of preservation for herbs and small
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FIGURE 5—Bootstrapped estimates of mean number of species observed with different numbers of sites in a transect. Closed symbols are
Paleozoic transects, open symbols and crosses are Cenozoic transects.

woody plants (Scheihing, 1980; Burnham et al., 1992). Gen-
try’s data show a strong inverse correlation between num-
ber of species per sample and latitude, as well as a strong
tendency for dry climate vegetation to have fewer species
(Fig. 7).

The Paleozoic data points are far below any of the mod-
ern equatorial samples reported by Gentry, most of which
have an order of magnitude more species. However, there
are many examples of low-diversity floras in the wettest
part of the lowland tropics, especially in areas such as
swamps and lower delta plains that are physically stressed
(Anderson, 1964; Gastaldo and Huc, 1992). The Cenozoic
samples from 45 degrees N are close in species number to
modern samples from the same latitude, but this ignores
the climatic differences between the early Cenozoic and
the present. Eocene climate at 45 degrees N was subtrop-
ical or warmer, similar to modern climate at 20-30 degrees
N (Wing and Greenwood, 1993). When the Eocene samples
are compared to Gentry’s samples of modern subtropical
vegetation, they have about half the number of species,
but once again edaphic factors are not taken into account.
Much of the difference in species richness between Gen-
try’s one-tenth hectare plots and the fossil site-level data
may be explained by the habitats being sampled. Gentry’s
data are for terra firma forests, the fossil sites likely rep-
resent environments that were habitable only by species
that could tolerate high water table and sediment influx.

IMPLICATIONS FOR THE FACTORS
GENERATING PLANT DIVERSITY

The similarity in site-scale richness of arborescent plants
in wet floodplain habitats from the Carboniferous and Ce-
nozoic implies that evolutionary innovations like hetero-
spory, seeds, insect pollination, and animal dispersal of
seeds have had relatively little impact on the number of
species that can occupy the same small area in this type
of habitat. Were lowland, wetland habitats “saturated”
with species fairly early in the history of life on land? The
environments we are sampling are wet, somewhat dysoxic,
and regularly disturbed by sedimentation and flooding.
Perhaps under these physical conditions the development
of seeds and other reproductive “advances” is not signif-
icant in permitting more species to coexist. Species packing
may be set by ability to intercept light, gather nutrients,
tolerate flooding, and by the size of individuals. Distur-
bance regimes at the landscape scale also may affect the
ability of species populations to coexist on similar re-
sources. We do not know if site-scale richness increased
in other habitats, but even if wet floodplains are not rep-
resentative of the diversity history of other terrestrial hab-
itats, they do dominate the fossil record of terrestrial plants.
Although we might expect a close correspondence between
the diversity history of wet floodplains and the diversity
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history recorded by the plant fossil record as a whole, this
is not the case.

How do we explain the increase in global richness re-
ported by Niklas et al. (1980, 1983, 1985) if site and tran-
sect diversity did not increase? As discussed by Niklas et
al. (1980), the increase in global plant species number is
strongly related to increasing outcrop area toward the Re-
cent. They state:

“It is clear that the geological biases of sampling asso-
ciated with temporal patterns of nonmarine sedimen-
tation and erosion explain most of the information con-
tained in the histogram of Phanerozoic vascular plant
diversity; however the correlation between outcrop area
and apparent species diversity is not exact. Once the
’sampling effect’ has been filtered out mathematically,
residuals . . . remain, and these require consideration.”
(p. 34-35, Fig. 3).

The time periods with few species per million years per
outcrop area are the Triassic, Jurassic, and Permian—this
is the Pangean interval, during which climate in regions

that contain the bulk of described species (i.e., North
America and Europe) was warm and had highly seasonal
precipitation (Parrish and Peterson, 1988; Ziegler, 1990).
Permian through Jurassic terrestrial sediments in this re-
gion include widespread evaporite, aeolian dune, and ox-
idized soil deposits, none of which are conducive to plant
preservation. The geological periods with many species per
million years per outcrop area are the Devonian, Carbon-
iferous, Cretaceous, and Tertiary. Except for the Devonian
these are the three major global coal forming intervals in
North America (Niklas et al., 1980). With the exception
of the Devonian, global plant species humber can be ex-
plained largely by a combination of period duration, out-
crop area, and paleoclimate, with no need to invoke a
secular increase in the number of plant species through
the Phanerozoic. The global plant species data set (Niklas
et al., 1980, 1985; Niklas and Tiffney, 1994) does not pro-
vide strong evidence for a major increase in plant diversity
from the Carboniferous to the early Cenozoic, in spite of
the roughly 50% greater number of species recorded for
early Cenozoic (Niklas and Tiffney, 1994).
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Although the pattern of increasing diversity in the global
data set is weak, it is clear that global diversity of terrestrial
plants must have increased from one at the first appear-
ance of plants on land to millions at present. How can
richness at the level of site and transect not have risen?
A similar problem has been recognized in the marine realm,
where it has been argued that within-habitat richness did
not increase much from the Ordovician to the late Paleo-
zoic (Sepkoski, 1988). Sepkoski’s observations are at a
coarser temporal and spatial scale than ours, but they find
a similar paradox—the Paleozoic increase in species rich-
ness at “alpha’ and “beta” scales is not sufficient to explain
the increase in “gamma’ diversity through the same pe-
riod. Where does the additional large-spatial-scale diver-
sity come from? Increased vertical complexity, or tiering,
should be manifested as an increase in richness at the
smallest spatial scale (sites). Increased environmental
specificity should be evident at a slightly larger spatial
scale (groups of sites in the same general environment).
In the title of his paper Sepkoski queried “Alpha, beta, or
gamma: where does all the diversity go?” The question
raised by our analysis of site and transect scale plant di-
versity is: “Where does all of the global diversity come
from?” In the plant case, global diversity increases may
have been generated largely by expansion into new kinds
of “marginal” environments rather than by increased
packing in old ones (DiMichele and Aronson, 1992; Val-
entine et al., 1991).

It is evident that lowland, wetland vegetation underwent
a total change in species and higher taxon composition
between the late Paleozoic and the early Cenozoic. When
examined at a finer temporal scale, species turnover in the
wetlands proves to have been a mixture of both gradual
replacement and catastrophic change (Phillips and Pep-
pers, 1984; Phillips et al., 1985; Knoll, 1984). Following
major extinctions, wetlands were reoccupied by lineages
that previously occupied environments peripheral to the
wetlands, ultimately the more drought-tolerant (and ex-
tinction resistant) seed plant lineages. As dominance of
the wetland habitats was relayed from lycopsids to ferns
to pteridosperms to conifers to angiosperms, why was local
richness not ratcheted up with increases in reproductive
“sophistication” that would presumably have permitted
the existence of more dispersed plant populations and
therefore the coexistence of more species in a local area?
We can only guess that the physical rigors of survival in
these habitats have always placed a low limit on the num-
ber of species they support.

Plant Diversity at Larger Spatial Scales

If global increase in the number of plant species cannot
be explained at the small spatial scales we have studied,
is there any direct evidence of increasing diversity at larger
spatial scales? Landscape-scale diversity is beyond the
scope of this paper, but it may be assessed in a preliminary
way by comparing floras that were transported prior to
deposition. The late Pennsylvanian Mazon Creek flora, the
most widely collected and best studied Paleozoic flora in
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FIGURE 7—Plot of number of species >2.5 ¢cm dbh on tenth-hectare
plots in living forests. Data from Gentry (1988). Compare richness of
Paleozoic (A) and Cenozoic (B) sites in this study with comparable
samples from the same latitude and of the same spatial scale. Although
the Cenozoic sites are from paleolatitude 45° N, they lived under a
climate more similar to that currently found at 20-30° N. (C) marks
the appropriate point of comparison considering the paleoclimate of
the Cenozoic floras.

the world, has only 96 species (Pfefferkorn, 1989). Depo-
sition of the Mazon Creek plants in a nearshore, shallow
marine setting took place over a substantial interval of
time, but probably less than 10,000 years. Plant remains
were transported to the site of deposition by rivers that
presumably sampled a large area of low coastal plain. A
roughly similar taphonomic setting and depositional en-
vironment are inferred for the Eocene London Clay flora,
although the remains are mostly fruits and seeds (Collin-
son, 1983). Over 500 distinct forms have been recorded
from the several million year span of the London Clay
Formation, and over 300 from the most speciose single
locality at Sheppey (Collinson, 1983). It should be noted
that most of the major localities in the London Clay span
substantial stratigraphic sections, and that the erosion and
concentration of the petrified specimens on beaches by the
waves has allowed very large numbers of specimens to be
collected (Collinson, 1983). These factors almost certainly
are important in explaining the richness of the London
Clay flora, since it has many more species than other Ter-
tiary assemblages.

Many Tertiary compression assemblages have over 100
species, but most or all of these are derived from lake
basins that probably had substantial surrounding topog-
raphy (e.g., Florissant: MacGinitie, 1953; Green River:
MacGinitie, 1969; Republic: Wolfe and Wehr, 1987). Pa-
leozoic parallels, such as deposits from Early Permian in-
termontane basins in Northern Europe (Kerp et al., 1990),
or late Pennsylvanian floras reflecting local, steep topo-
graphic gradients (Hamilton flora: Rothwell and Mapes,
1988; Kinney flora: Mamay and Mapes, 1992) are depau-
perate in comparison to the Cenozoic examples. It is from
such allochthonous assemblages that a general picture
emerges. The growth and distribution of plant species di-
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versity is rooted in the physical environment. The timing
of this diversification will be revealed by sampling of rare,
“extra-basinal” assemblages, rather than by detailed stud-
ies or global compilations of a plant fossil record that is
inevitably centered in the wet lowlands.

CONCLUSIONS

We offer the following generalizations based on the data
collected and analyzed for this paper.

1) Measurement of plant diversity at the same temporal
and spatial scales used by plant ecologists is possible even
in the Paleozoic because many plant compression fossil
assemblages are ecological “snapshots” that are highly lo-
calized in time and space. The extreme localness of this
type of compression fossil assemblage requires that sam-
pling be extensive and intense at each stratigraphic level
in order to be representative of the flora of that time. It
also means that the composition and diversity of assem-
blages is strongly influenced by environment of deposition
and sampling intensity, which must be accounted for when
trying to study temporal patterns of diversity change. The
advantage to the highly localized fossil record of plants is
that it preserves the composition and richness of local
vegetation with a minimum of taphonomic overprinting.

2) After putting together a data set that is more care-
fully matched for depositional setting, taphonomic bias,
and sampling effort than any other we know of, we are
unable to demonstrate any difference in site or transect
richness of wet floodplain forests in the late Paleozoic and
early Cenozoic.

3) This similarity in local diversity across 250 million
years may reflect early saturation of floodplain habitats in
terms of the number of species they support. Evolutionary
innovations and niche differentiation do not appear to
have increased the diversity of wet floodplain vegetation
through geological time.

4) The temporal pattern of global increase in plant di-
versity is poorly constrained, and its connection to key
innovations in plant biology dubious. Major increases in
global diversity may largely reflect colonization of new,
successively drier and colder, environments through the
Phanerozoic, coupled with increased representation of those
environments in the sedimentary record of the Cretaceous
and Tertiary.

5) Future studies of plant diversity through geological
time should take advantage of the unusual taphonomic
features of the plant fossil record that allow richness to
be studied at a variety of temporal and spatial scales,
especially those that make paleontological observations
comparable to ecological ones.

ACKNOWLEDGMENTS

We thank Marty Buzas and Jonathan Coddington for
guidance on methods of assessing diversity and thoughtful
reviews of an earlier version of the manuscript, and Robyn
Burnham and Nan Arens for reviewing a later version.
Field work by SLW and WD was supported through Schol-

arly Studies grants and the Evolution of Terrestrial Eco-
systems (ETE) Program at the Smithsonian Institution.
This is ETE contribution no. 35.

REFERENCES

ANDERSON, J.A.R., 1964, The structure and development of the peat
swamps of Sarawak and Brunei: Journal of Tropical Geography,
v. 18, p. 7-16.

BASINGER, J.F., GREENwooD, D.R., and SWEDA, T., 1994, Early Ter-
tiary vegetation of Arctic Canada and its relevance to paleocli-
matic interpretation: in BoULTER, M.C., ed., Arctic Plants and
Climates: 65 Million Years of Change: Springer-Verlag, Berlin p.
175-198.

BEHRENSMEYER, A.K., Hook, R.W., BapGLEY, C.E., Boy, J.A., CHAP-
MaN, R.E., DoDsoN, P., GASTALDO, R.A., GRAHAM, R.W., MARTIN,
L.D., OLsEN, P.E.,, SPiCER, R.A., TaccarT, R.E,, and WiLsoON,
M.V.H., 1992, Paleoenvironmental contexts and taphonomic modes:
in BEHRENSMEYER, A.K., DAMUTH, J.D., DIMICHELE, W.A., PoTTS,
R.,Sugs, H.D., and WiNG, S.L., eds., Terrestrial Ecosystems through
Time: Evolutionary Paleoecology of Terrestrial Plants and Ani-
mals: University of Chicago Press, Chicago, p. 15-136.

Bown, T.M., Roskg, K.D., Simons, E.L., and Wing, S.L., 1994, Dis-
tribution and stratigraphic correlation of upper Paleocene and
lower Eocene fossil mammal and plant localities of the Fort Union,
Willwood, and Tatman Formations, southern Bighorn Basin, Wy-
oming: U.S. Geological Survey Professional Paper, v. 1540, p. 1-
269.

BuRrNHAM, R.J., 1989, Relationships between standing vegetation and
leaf litter in a paratropical forest: Implications for paleobotany:
Review of Palaeobotany and Palynology, v. 58, p. 5-32.

BurNHAM, R.J., 1990, Paleobotanical implications of drifted seeds
and fruits from modern mangrove litter, Twin Cays, Belize: PA-
LAIOS, v. 5, p. 364-370.

BurnHAM, R.J., 1993, Reconstructing richness in the plant fossil rec-
ord: PALAIOS, v. 8, p. 376-384.

BurNHAM, R.J., WING, S.L. and PARkER, G.G., 1992, Reflection of
temperate forest composition and structure in the litter: Impli-
cations for the fossil record: Paleobiology, v. 18, p. 34-53.

CHao, A., 1984, Non-parametric estimation of the number of classes
in a population: Scandinavian Journal of Statistics, v. 11, p. 265~
270.

CoLLINsON, M.E., 1983, Fossil Plants of the London Clay: The Pa-
laeontological Association, London, 121 p.

CoLwELL, R.K., and CobDINGTON, J.A., 1994, Estimating terrestrial
biodiversity through extrapolation: Philosophical Transactions of
the Royal Society London, series B, v. 345, p. 101-118.

CrePET, W.L., 1984, Advanced (constant) insect pollination mecha-
nisms: Patterns of evolution and implications vis-a-vis angiosperm
diversity: Annals of the Missouri Botanical Garden, v. 71, p. 607
630.

DiMicHeLE, W.A., and AronsoN, R.B., 1992, The Pennsylvanian-
Permian vegetational transition: A terrestrial analogue to the on-
shore-offshore hypothesis: Evolution, v. 46, p. 807-824.

DiMicHELE, W.A., and DEMaRis, P.J., 1987, Structure and dynamics
of a Pennsylvanian-age Lepidodendron forest: Colonizers of a dis-
turbed swamp habitat in the Herrin (No. 6) Coal of Illinois: PA-
LAIOS, v. 2, p. 146-157.

DiMicHELE, W.A., PHiLLIPS, T.L., and McBRinN, G.E., 1991, Quan-
titative analysis and paleoecology of the Secor coal and roof-shale
floras (Middle Pennsylvanian, Oklahoma): PALAIOS, v. 6, p. 390-
409.

FisHER, R.A., CorBETT, A.S., and WiLLiams, C.B., 1943, The relation
between the number of species and the number of individuals in
random samples of an animal population: Journal of Animal Ecol-
ogy, v. 12, p. 42-58.

GasTALDO, R.A., 1986, Implications on the paleoecology of autoch-




PLANT DIVERSITY

563

thonous lycopods in clastic sedimentary environments of the early
Pennsylvanian of Alabama: Palaeogeography, Palaeoclimatology,
Palaeoecology, v. 53, p. 191-212.

GASTALDO, R.A., and Huc, A.-Y., 1992, Sediment facies, depositional
environments, and distribution of phytoclasts in the Recent Ma-
hakam River delta, Kalimantan, Indonesia: PALAIOS, v. 7, p.
574-590.

GENTRY, A.L., 1988, Changes in plant community diversity and flo-
ristic composition on environmental and geographical gradients:
Annals of the Missouri Botanical Gardens, v. 75, p. 1-34.

GoLLEY, F.B., 1983, Nutrient cycling and nutrient conservation: in
GoLLEY, F.B., ed., Tropical Rainforest Ecosystems (Ecosystems
of the World, 14A): Elsevier, Amsterdam, p. 137-156.

FeErGuson, D.K., 1985, The origin of leaf-assemblages—New light on
an old problem: Review of Palaeobotany and Palynology, v. 46,
p. 117-188.

Hickey, L.J., and DoYLE, J.A., 1977, Early Cretaceous fossil evidence
for angiosperm evolution: Botanical Review, v. 43, p. 3-104.

Kerr, J.H.F., Poort, R.J., SwinkeLs, H.A.J.M., and VERWER, R.,
1990, Aspects of Permian palaeobotany and palynology. IX. Co-
nifer-dominated Rotliegend floras from the Saar-Nahe Basin (?Late
Carboniferous-Early Permian; SW-Germany) with special ref-
erence to the reproductive biology of early conifers: Review of
Palaeobotany and Palynology, v. 62, p. 205-248.

KipweLL, S.M., and BEHRENSMEYER, A.K., 1993, Taphonomic ap-
proaches to time resolution in fossil assemblages: Short Courses
in Paleontology 6, 302 p.

KnoLL, A.H., 1984, Patterns of extinction in the fossil record of vas-
cular plants: in NiTECKI, M.H., ed., Extinctions: University of
Chicago Press, Chicago, p. 21-68.

KnoLL, A.H., 1986, Patterns of change in plant communities through
geological time: in DiaMOND, J., and Casg, T., eds., Community
Ecology: Harper and Row, New York, p. 126-141.

KnoLL, A.H., NikLas, K.J., and TirFNEY, B.H., 1979, Phanerozoic
land plant diversity in North America: Science, v. 206, p. 1400-
1402.

Kraus, M.J., 1988, Nodular remains of early Tertiary forest, Bighorn
Basin, Wyoming: Journal of Sedimentary Petrology, v. 58, p. 888-
893.

LamBoy, W., and LESNIKOWSKA, A., 1988, Some statistical methods
useful in the analysis of plant paleoecological data: PALAIOS, v.
3, p. 86-94.

LipGarD, S., and Crang, P.R., 1990, Angiosperm diversification and
Cretaceous floristic trends: A comparison of palynofioras and leaf
macrofloras: Paleobiology, v. 16, p. 77-93.

Mamay, S.H., and MAPEs, G., 1992, Early Virgillian megafossils from
the Kinney Brick Company quarry, Manzanita Mountains, New
Mexico: New Mexico Bureau of Mines and Mineral Resources
Bulletin, v. 138, p. 61-85.

MoORGAN, J., 1959, The morphology and anatomy of American species
of the genus Psaronius: Illinois Biological Monographs, v. 27,
107 p.

MacGintTig, H.D., 1953, Fossil plants of the Florissant Beds, Colo-
rado: Carnegie Institution of Washington Publication, v. 599, p.
1-198.

MacGiniTiE, H.D., 1969, The Eocene Green River flora of north-
western Colorado and northeastern Utah: University of California
Publications in Geological Sciences, v. 83, p. 1-202.

MAGURRAN, A.E., 1988, Ecological Diversity and Its Measurement:
Princeton University Press, Princeton, N.J. 179 p.

NikLas, K.J., 1978, Coupled evolutionary rates and the fossil record:
Brittonia, v. 30, p. 373-394.

Nikras, K.J., 1988, Patterns of vascular plant diversification in the
fossil record: Proof and conjecture: Annals of the Missouri Bo-
tanical Garden, v. 75, p. 35-54.

NikLas, K.J., and TirFnEY, B.H., 1994, The quantification of plant
biodiversity through time: Philosophical Transactions of the Roy-
al Society London, series B, v. 345, p. 35-44.

Nikvras, K.J., TirrNEY, B.H., and KnoLL, A.H., 1980, Apparent changes
in the diversity of fossil plants: in HEcut, M.K., STEERE, W.C.,
and WALLACE, B., eds., Evolutionary Biology 12: Plenum Press,
New York, p. 1-89.

NikLas, K.J., TirFNEY, B.H., and KnoLL, A.H., 1983, Patterns in
vascular land plant diversification: Nature, v. 303, p. 614-616.
NixLas, K.J., TirFNEY, B.H., and KnoLL, A.H., 1985, Patterns in
vascular land plant diversification: An analysis at the species level:
in VALENTINE, J.W., ed., Phanerozoic Diversity Patterns: Profiles
in Macroevolution: Princeton University Press, Princeton, N.J.,

p. 97-108.

ParrisH, J.T., and PETERSON, F., 1988, Wind directions predicted
from global circulation models and wind directions determined
from eolian sandstones of the western United States: A compar-
ison: Sedimentary Geology, v. 56, p. 261-282.

PrerrFERKORN, H.W., 1979, High diversity and stratigraphic age of
the Mazon Creek flora: in Nrrecki, M.H., ed., Mazon Creek Fos-
sils: Academic Press, New York, p. 129-142.

PreErFrerkoRrN, H.W., GiLLEsPIE, W.H., REsNicK, D.A., and ScHEI-
HING, M.H., 1984, Reconstruction and architecture of medullosan
pteridosperms (Pennsylvanian): The Mosasaur, v. 2, p. 1-8.

PrerFrFERKORN, H.W., MusTAFa, H., and Hass, H., 1975, Quantitative
Charakterisierung ober-karboner Abdruckfloren: Neues Jahrbuch
fiir Geologie und Paldontologie Abhandlungen, v. 150, p. 253-269.

PuiLLips, T.L., and PEPPERs, R.A., 1984, Changing patterns of Penn-
sylvanian coal-swamp vegetation and implications of climatic con-
trol on coal occurrence: International Journal of Coal Geology, v.
3, p. 205-255.

PwiLips, T.L., PEPPERS, R.A., and DIMICHELE, W.A., 1985, Strati-
graphic and interregional changes in Pennsylvanian coal-swamp
vegetation: Environmental inferences: International Journal of
Coal Geology, v. 5, p. 43-109.

RAvyMmonD, A., and METz, C., 1995, Laurussian land-plant diversity
during the Silurian and Devonian: Mass extinction, sampling bias,
or both?: Paleobiology, v. 21, p. 74-91.

RotuweLL, G.W., and Marts, G., 1988, Vegetation of a Paleozoic
conifer community: in MaPEs, G., and MaPEs, R.H,, eds., Regional
Geology and Paleontology of Upper Paleozoic Hamilton Quarry
Area in Southeastern Kansas: Guidebook 6, Kansas Geological
Survey, p. 213-223.

ScHEIHING, M.H., 1980, Reduction of wind velocity by the forest
canopy and the rarity of non-arborescent plants in the Upper
Carboniferous fossil record: Argumenta Palaeobotanica, v. 6, p.
133-138.

SEPKOSKI, J.J. JR., 1988, Alpha, beta, or gamma: Where does all the
diversity go?: Paleobiology, v. 14, p. 221-234.

THoMas, B.A., and WATSON, J., 1976, A rediscovered 114-foot Lep-
idodendron from Bolton, Lancashire: Geological Journal, v. 11, p.
15-20.

TriverT, M.L., and RoTHWELL, G.W., 1985, Morphology, systematics,
and paleoecology of Paleozoic fossil plants: Mesoxylon priapt, sp.
nov. (Cordaitales): Systematic Botany, v. 10, p. 205-223.

TirrnNEY, B.H., 1981, Diversity and major events in the evolution of
land plants: in NikLas, K.J., ed., Paleobotany, Paleoecology, and
Evolution 2: Praeger Press, New York, p. 193-230.

VALENTINE, J.W., ThrFNEY, B.H., and SEPKOSK1, J.J., 1991, Evolu-
tionary dynamics of plants and animals: A comparative approach:
PALAIOS, v. 6, p. 81-88.

WinNG, S.L., 1984, Relation of paleovegetation to geometry and cy-
clicity of some fluvial carbonaceous deposits: Journal of Sedi-
mentary Petrology, v. 54, p. 52-66.

Wing, S.L., and GREENwooD, D.R., 1993 Fossils and fossil climates:
the case for equable continental interiors in the Eocene: Philo-
sophical Transactions of the Royal Society London, series B, v.
341, p. 243-252.

Wing, S.L., ALRoY, J., and Hickey, L.J., 1995, Plant and mammal
diversity in the Paleocene to early Eocene of the Bighorn Basin:
Palaeogeography, Palaeoclimatology, Palaeoecology, v. 115, p. 117-
155.




564

WING & DIMICHELE

WnUK, C., and PrerFErKORN, H.W., 1987, A Pennsylvanian-age ter-
restrial storm deposit: Using plant fossils to characterize the his-
tory and process of sediment accumulation: Journal of Sedimen-
tary Petrology, v. 57, p. 212-221.

WOoLFE, J.A., and WEHR, W., 1987, Middle Eocene dicotyledonous
plants from Republic, northeastern Washington: United States
Geological Survey Professional Paper, v. 1597, p. 1-26.

ZAcHos, J.C., StorT, L.D., and Loumann, K.C., 1994, Evolution of
early Cenozoic marine temperatures: Paleoceanography, v. 9, p.
353-387.

ZIEGLER, A.M., 1990, Phytogeographic patterns and continental con-
figurations during the Permian Period: in McKErRrOW, W.S., and
ScoTESE, C.R., eds., Palaeozoic Palaeogeography and Biogeogra-
phy: Geological Society Memoir 12, p. 363-379.

APPENDIX 1

Paleozoic species and sampling sites by transect. Num-
bers following site designations refer to species list.

(1) Alethopteris ambigua, (2) Alethopteris serlii, (3) Alethopteris
zeilleri, (4) Annularia asteris, (5) Annularia carinata,
(6) Annularia radiata, (7) Annularia sphenophylloides,
(8) Annularia spicata, (9) Asterophyllites equisetiformis,
(10) Asterophyllites sp., (11) Autunia conferta,
(12) Brachyphyllum densum, (13) calamites, (14) Comia sp.,
(15) cordaites, (16) Culmitzia speciosa, (17) Daubreeia sp.,
(18) Dicopteris opulenta, (19) Eremopteroid sphenopterid,
(20) Eusphenopteris striata, (21) Karinopteris sp.,
(22) Lepidodendron aculeatum, (23) Lilpopia raciborskii,
(24) Linopteris sp., (25) Lobatopteris vestita, (26) Lobatopteris
sp., (27) Mariopteris nervosa, (28) Mariopteris sp.,
(29) Nemejcopteris feminaeformis, (30) Neuropteris auriculata,
(31) Neuropteris heterophylla, (32) Neuropteris obliqua,
(33) Neuropteris ovata, (34) Neuropteris rarineruis,
(35) Neuropteris scheuchzert, (36) Odontopteris sp.,
(37) Oligocarpia sp., (38) Pecopteris cyathea, (39) Pecopteris
miltonii, (40) Pecopteris “hemitelioides”, (41) Pecopteris obli-
quinervis, (42) Pecopteris plumosa-dentata, (43) Pecopteris
polymorpha, (44) Pecopteris unita, (45) Pecopteris sp.,
(46) Phasmatocycas kansanus, (47) Polysporia sp.,
(48) Pseudomariopteris ribyronii, (49) Sigillaria brardii,
(50) Sigillaria sp., (51) Spermopteris sp., (52) Sphenophyllum
cuneifolium, (53) Sphenophyllum emarginatum,

(54) Sphenophyllum majus, (55) Sphenophyllum oblongifo-
lium, (56) Sphenophyllum sp., (57) Sphenopteridium sp.,
(58) Sphenopteris bronnii, (59) Sphenopteris schatzlarensis,
(60) Sphenopteris sp. 1, (61) Sphenopteris sp. 2,
(62) Sphenopteris sp. 3, (63) Sphenopteris sp. 4,
(64) Sphenopteris sp. 5, (65) Sphenopteris sp.,
(66) Synchysidendron sp., (67) Taeniopteris spp., (68) UN
small foliage, (69) Walchia hypnoides, (10) Walchia pinnifor-
mis, (71) Walchia sp., (72) Wattia texana, (73) Zeilleropteris
sp.

Roaring Creek, Middle Pennsylvanian, Indiana

RC1 (USNM 38376): 2, 15, 22, 35, 39, 47, 50, 60

RC2 (USNM 38377): 2, 22, 27, 32, 35, 39, 50, 61

RC3 (USNM 38378): 2, 6, 9, 15, 20, 27, 31, 32, 34, 39, 59, 63

RC4 (USNM 38379): 2,6, 7,9, 15, 19, 27, 31, 32, 34, 35, 39, 52, 59, 64

RC8 (USNM 38383): 21, 22, 39

RC9 (USNM 38384): 2, 27, 31, 32, 35, 40, 52, 61, 62

RC10 (USNM 38385): 13, 15, 21, 22, 27, 31, 34, 35, 39, 68

AMAX Coal Company, Chinook Mine, Middle Pennsylvanian, In-
diana

AC1 (USNM 38318, 38319): 1, 2, 4, 6, 9, 21, 33, 34, 35, 39, 42, 53, 66

AC2 (USNM 38315): 13, 25, 28, 45, 53, 54, 33, 34, 35, 66

AX1/1: 24, 25, 33, 34, 38, 39, 45

AX1/2: 13, 25, 34, 38, 39, 45, 53

AX1/3: 13, 33, 34, 38, 39, 45, 53

AX1/4: 2,18, 25, 33, 34, 38, 39, 45, 53

AX2: 2,13, 24, 25, 33, 34, 45, 53, 65

Newecastle Coal, Upper Pennsylvanian, Texas

1990-10: 5, 9, 10, 23, 35, 45, 49, 56

1990-11: 5, 23, 26, 30, 43, 44, 45, 48, 49, 55, 56, 57, 58

1990-36Az6/8: 5, 9, 26, 29, 33, 35, 48, 49

1990-36Az7: 5, 9, 26, 33, 35, 41, 45, 49

1990-36B: 8, 18, 23, 33, 48

1991-13A: 3, 5, 35

1991-13B: 5, 17, 23, 33, 35, 45, 48, 49, 56

USGS 10162: 5, 15, 23, 30, 37, 38, 43, 44, 45, 48, 55, 57, 58, T1

Mouth of Brushy Creek, Lower Permian, Texas

1992-9: 11, 15, 16, 36, 49, 51, 56, 67, 69, 70, 72, 73

1993-15A: 11,12, 14, 16, 67,69

1993-15B: 11, 14, 15, 67, 69

1993-15C: 11, 12, 14, 15, 16, 46, 67, 69, 73

1993-15D: 11, 12, 14, 15, 16, 70, 73
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